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We used the “rule of the thumb” (one-in-10 rule) to determine the maximum number of covariates to use in the regression models to
minimise the risk of overfitting (Harrell, F. E. Jr.; Lee, K. L.; Califf, R. M.; Pryor, D. B.; Rosati, R. A. "Regression modelling strategies for improved
prognostic prediction". Stat Med. 1984).

Patients with less than 4 TCR sequences identified from RNA-Seq data were excluded from downstream analysis because 4 is the minimum
requirement to compute the diversity index. This is explained in the Methods "Samples with less than 4 TCR sequences were outbound for the
algorithm to calculate Renyi index and were excluded from the analysis."

Experiments could not be replicated because they were performed with patient-derived samples and the material was not sufficient to repeat
the experiments.

Randomization was not relevant for this study because it's a longitudinal, not interventional biomarker study with a single observational arm.

The Investigators were blinded to the patient clinical response group during experiments. Clinical response was assessed independently after
the experiments and the clinicians were blinded to the experiment results.




